SEQUENCE LISTING 

SEQ ID NO: 1 

ABH1 cDNA sequence: 

AAAGAGACGAACTGAAGAAAAACCTCTCGGAAGAAGATGAGCAATTGGAAAAC 
5 TCTTCTCCTTCGCATCGGCGAAAAGGGACCTGAGTACGGCACTTCCTCCGACTAC 
AAAGACCACATCGAGACTTGTTTCGGTGTCATTCGTAGAGAAATCGAGCGTTCTG 
GAGATCAAGTTTTGCCTTTTCTACTACAATGTGCTGAACAATTGCCTCATAAGATT 
CCTTTGTATGGGACTTTGATTGGTTTGTTGAACTTGGAGAATGAAGATTTTGTCCA 
GAAGCTAGTAGAAAGTGTCCACGCTAATTTCCAGGTCGCTTTAGATTCTGGCAAC 

1 0 TGCAAC AGTATCCGTATATTGCTTCGCTTTATGACTTCCCTGTTGTGCAGTAAGGT 
TATTCAACCTGCTTCTTTGATTGTCGTCTTCGAAACATTGCTATCATCTGCTGCCA 
CTACTGTGGATGAAGAGAAAGGAAATCCATCATGGCAGCCACAAGCTGACTTTT 
ACGTTATATGCATCTTGTCCAGCCTCCCGTGGGGAGGATCAGAACTCGCTGAGCA 
AGTTCCTGATGAGATTGAAAGAGTGTTAGTTGGGATACAAGCTTATTTGAGCATC 

1 5 CGAAAGAATTCTTCC ACCTCTGGGTTAAACTTTTTTCACAACGGAGAATTTGAAA 
GCAGCCTTGCAGAGAAGGATTTCGTGGAGGATCTATTGGATCGAATTCAGTCTCT 
GGCTTCCAATGGATGGAAACTTGAAAGCGTACCTAGGCCTCATCTCTCGTTTGAA 
GCTCAACTCGTTGCTGGAAAGTTTCATGAGCTACGTCCCATTAAATGTATGGAAC 
AACCGAGTCCACCTTCTGATCATTCGAGGGCATACAGTGGCAAGCAAAAGCATG 

20 ATGCATTGACGAGATATCCCCAGAGAATTCGTAGGTTGAATATATTTCCAGCTAA 
TAAAATGGAGGATGTACAACCAATTGATCGTTTTGTCGTGGAGGAGTATTTGCTG 
GATGTGCTCTTCTATTTGAATGGATGTCGGAAGGAGTGTGCATCCTACATGGCTA 
ATCTTCCTGTTACATTTCGGTACGAGTATCTTATGGCAGAGACACTATTTTCTCAG 
ATACTGCTGCTACCCCAGCCACCATTCAAGACTCTTTATTATACACTCGTGATTAT 

25 GGATCTTTGTAAGGCTCTTCCGGGTGCCTTTCCTGCTGTTGTTGCTGGCGCTGTTC 
GTGCACTATTTGAGAAAATATCCGACTTAGACATGGAATCCAGGACGCGTCTTAT 
CCTCTGGTTTTCTCACCACTTATCCAACTTCCAATTCATCTGGCCGTGGGAAGAGT 
GGGCTTTTGTGTTGGATCTTCCCAAGTGGGCCCCTAAGCGTGTATTTGTTCAGGA 
GATTTTGCAAAGAGAAGTACGCTTGTCTTACTGGGATAAAATTAAGCAGAGCATT 

30 GAGAATGCGACTGCCCTAGAAGAATTACTTCCTCCAAAAGCTGGTCCGAATTTTA 
TGTATTCCTTGGAAGAAGGTAAAGAGAAAACAGAAGAACAGCAATTGTCAGCCG 
AATTGAGCAGGAAGGTCAAGGAAAAACAAACCGCACGTGACATGATAGTGTGG 
ATTGAAGAAACGATATATCCAGTTCATGGTTTTGAAGTTACTCTTACAATAGTTG 
TACAGACCTTACTTGACATCGGATCAAAAAGTTTCACTCATTTGGTCACTGTCCT 

35 GGAGCGATATGGCCAAGTATTTTCAAAGCTTTGTCCTGATAACGATAAGCAGGTG 
ATGCTATTATCTCAAGTGAGTACATACTGGAAAAACAATGTACAAATGACGGCG 
GTGGCAATTGATAGGATGATGGGTTATAGACTAGTATCTAATCAGGCAATTGTTA 
GATGGGTGTTCTCTCCAGAAAATGTTGATCAGTTTCATGTGTCTGATCAGCCATG 
GGAGATACTTGGCAATGCTCTTAACAAGACTTATAACCGTATCTCTGATTTGAGG 

40 AAAGATATATCAAACATTACGAAAAATGTTTTGGTTGCTGAGAAAGCTTCAGCCA 
ATGCACGAGTAGAGTTGGAGGCTGCTGAGAGCAAACTTTCCCTAGTGGAAGGTG 
AACCCGTTCTTGGTGAGAATCCAGCGAAGATGAAGCGTTTAAAATCAACAGTGG 
AGAAGACAGGGGAAGCGGAGTTATCTCTTCGGGAGTCCCTAGAGGCAAAAGAGG 
CTCTTCTTAACAGAGCTCTCTCTGAGACCGAGGTTTTACTGCTCTTGCTGTTCCAA 

45 AGTTTCTTAGGTGTACTGAAGGAACGGCTCCCAGATCCAACTAAAGTGAGATCA 
GTGCAGGATCTAAAATCTATAGGTGCTGAAGATGACAAGCCATCTGCGATGGAC 
GTGGACAGCGAGAATGGAAACCCAAAGAAGAGTTGCGAAGTCGGTGAGAGAGA 
ACAGTGGTGCTTATCAACACTTGGCTATCTCACGGCATTTACAAGGCAATATGCG 
AGCGAGATATGGCCTCACATGGAGAAGTTGGAGTCAGAAGTGTTCTCGGGTGAA 

50 GATGTGCATCCTCTCTTTCTCCAAGCCATATCTTCTGCACTTCAATTCCCATTACA 
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TTAATCTTCCTCTTTCAATCTCAATCAAACCTGTCTCTTTTGTTTTTTGTTATGAGA 
TTCTGATTCTGACATCAAGTTATTAGGAAATTGAAAAGAGTCAAAAAACAAGAgT 
TTAAACTTTAAAAAAAAAAAAAAAA 

5 SEQ ID NO: 2 

ABH1 Protein sequence 

MSNWKTLLLRIGEKGPEYGTSSDYKDHIETCFGVIRREIERSGDQVLPFLLQCAEQLP 
HKIPLYGTLIGLLNLENEDFVQKLVESVHANFQVALDSGNCNSIRILLRFMTSLLCSK 
VIQPASLIWFETLLSSAATTVDEEKGNPSWQPQADFYVICILSSLPWGGSELAEQVPD 

1 0 EIERVLVGIQAYLSIRKNSSTSGLNFFHNGEFESSLAEKDFVEDLLDRIQSLASNGWKL 
ESVPRPHLSFEAQLVAGKFHELRPIKCMEQPSPPSDHSRAYSGKQKHDALTRYPQRIR 
RLMFPANKlvlEDVQPIDRFVVEEYLLDVLFYLNGCRKECASYMANLPVTFRYEYLM 
AETLFSQILLLPQPPFKTLYYTLVIMDLCKALPGAFPAVVAGAVRALFEKISDLDMES 
RTRLILWFSHHLSNFQFIWPWEEWAFVLDLPKWAPKRVFVQEILQREVRLSYWDKJK 

1 5 QSIENATALEELLPPKAGPNFMYSLEEGKEKTEEQQLS AELSRKVKEKQTARDMIVW 
IEETIYPVHGFEVTLTIVVQTLLDIGSKSFTHLVTVLERYGQVFSKLCPDNDKQVMLLS 
QVSTYWKNNVQMTAVAIDRMMGYRLVSNQAIVRWVFSPENVDQFHVSDQPWEILG 
NALNKTYNRISDLRKDISNITKNVLVAEKASANARVELEAAESKLSLVEGEPVLGENP 
AKMKRLKSTVEKTGEAELSLRESLEAKEALLNRALSETEVLLLLLFQSFLGVLKERLP 

20 DPTKVRSVQDLKSIGAEDDKPSAMDVDSENGNPKKSCEVGEREQWCLSTLGYLTAF 
TRQYASEIWPHMEKLESEVFSGEDVHPLFLQAISSALQFPLH 

SEQ ID NO: 3 

1250 bp ABH1 genomic sequence containing the promoter 

25 GAAAGGGAAACTCAGCCAGCCTCGGTAAAAACATCTTCTTCTGTTTGCCTTTCTC 
TTGTAATGATCTCACATCATGTTTGATGGAATCTAAGACTTTGGATGGGCATCTA 
TTTTTATCATGAGTTAATCTTTGACACAAGAAACATCTCTTTCTAATCTGTTCATA 
GTCAAAAGAAATTGTGACAACTTCACCAGATGGAAGTTGTACCTCTTTATTGTTA 
CGAAGTGGATTGGCGACATGAAACAAAACCCGAACACGAACATAGTCCTGAAAC 

30 TGTGATTTTTCAGAGTCCATCACCACCTCCTTCACTTCCCCAATACAGCTCGTGAT 
CTCTTTAATTGTGTCCTGAGTATAATAGTTCACCGAAATATTCCTCACTCGACCCC 
AGATTGGAAGAAAATTCAGATAATCAATTGGAGGATTCTCAATCCATCTATCCAT 
GACTACACCCCAATTTATCTTCTGTCCAAACTCCAATTTTCATAATTTCTTCTAAA 
TCTTCCTCAGATTTGAAGAAAAATTGGAATCGATCCTTTGAGAGAGCAACACCTC 

35 TAACCCGAGAAGAAATTCTCCAAATTCGTGGCATATCTAATATCCAATTAGACAT 
CCTTTGATTCTCTAGATTCAAAAACCTACCCAACTAACGACAGTTGTTTCTGTTAA 
TTGAACAAAAGCGCGGTTGATCAGAAAGAATCAGAGGCTTATTGTCTTAAATCG 
ACATATTCTGAATGGCTTTATCCAGCTCCATGATGAGATCCTGATAGAGAGTAAA 
CAACTTTCCCGAACTCGTCAAACCTGATTTGCAGGAAACAAACTCCAAGAGAAA 

40 AAACAGTGAAGAAATCCGAGTAATTCAGATGATAACCAACACAGAACTGAGAAT 
CACAAAGCAAACTCTCGTAACAGAGAAAGAGTCAGAACTACCAAAAATCCGAGG 
AAGAAAACAACAATTTAGACCGGACCGAACACGTAAATATTTCTGGTAGAAGCT 
CCGTTCAGAATAGAACACCTGAGAGAAAAGTCTTTAGGCTCCAAATTAACTGGG 
ACGACTATTGTTTTAACGGCTAGTTTCAGCTACTAAGAGAAAGAAGAGAGAGAA 

45 AAACTTTTTGTCAAACTCTTTTTGTGAACTCCTTTTCTTAGATGACAACACTTATG 
AGAAAAAAAAAAAAAAATTAGTTTTGACGAGACACGGACATAAAAAAAAAAAC 
TAGGGCAGAGTGACTGATACCAAAGGAGAAACAACAAAGAGACG 

SF 1205702 vl 
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